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10X Genomics Single Cell Multiome (ATAC-Seq + Gene Expression)

Product Overview
Broad Clinical Labs' Multiome service utilizes a kit

developed by 10x Genomics that combines ATAC-seq
(assay for transposase-accessible chromatin) and Gene
Expression, simultaneously generating transcriptomic
and epigenetic information from a single source sample.
This service enables customers to assess cell states and
regulatory mechanisms more deeply than with single cell
expression data alone.

Broad Clinical Labs' 10X Multiome process can input up to
20,000 nuclei per sample, which yields two separate
libraries (ATAC and Gene expression). To minimize nuclei
damage, samples must be processed as soon as possible
upon arrival at BCL's single cell lab. Customers should
coordinate with their BCL Project Manager on sample
arrival times to allow lab staff to schedule reagent
preparation for 10x chip loading.

The BCL single cell team operates in the Broad
Technology Space (BTS) lab space at Broad's 75 Ames
Street facility lab 7035, which is more centrally located to
public transport and main roads, as well as closer to
users on the Broad campus. Nuclei can be hand-delivered
directly to the facility, which is the preferred method. If
hand delivery is not possible, nuclei may be shipped on
dry ice, but must first be frozen in CryoStor freezing
buffer prior to shipping to preserve integrity during
transit. Please contact us in advance to coordinate your
delivery method. Nuclei isolation services may also be
available upon request. Broad Clinical Labs has
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successfully generated data for nuclei derived from
blood, tumor tissue, and fresh frozen brain tissue.

What's Included
« Sample preparation, including 10X Chromium run

and subsequent library preparation steps.
+ Library QC and sequencing

+ Data delivery to customer-owned cloud location
in Google Cloud or Amazon Web Services; or
Terra Workspace
Submissions must be sequenced in two separate
units of full flowcells, with the number of flowcells
dependent on the batch size submitted; this is due
to differing read structures of the Gene Expression
and ATAC libraries

Input Requirements
+ 10,000-20,000 nuclei, suspended in 5uL of nuclei

suspension 10x “Diluted Nuclei Buffer” (available to
purchase from 10X Genomics); ~70% recovery
during encapsulation

Data Deliverable
Raw BCL files; analysis available on request

+ Sequencing coverage achieved per cell will depend
on the number of nuclei submitted and the flowcell
type (flowcell Gb output / total number of nuclei =
estimated reads/nuclei). The minimum
recommended sequencing coverage for gene
expression libraries is 20,000 reads/nuclei, and
25,000 reads/nuclei for ATAC-Seq.
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